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P. Bermejo-Álvarez, D. Rizos, D. Rath, P. Lonergan, and A. Gutierrez-Adan 264

No. 3. FEBRUARY, 2008

PERSPECTIVES

Rats in the genomic era
K. C. Worley, G. M. Weinstock, and R. A. Gibbs 273

RESEARCH ARTICLES

Microarray analysis reveals distinctive signaling between the bed nucleus of the stria terminalis,
nucleus accumbens, and dorsal striatum

C. M. Olsen, Y. Huang, S. Goodwin, D. C. Ciobanu, L. Lu, T. R. Sutter,
and D. G. Winder 283

Comparison of longitudinal leukocyte gene expression after burn injury or trauma-hemorrhage in
mice

J. A. Lederer, B. H. Brownstein, M. C. Lopez, S. MacMillan, A. J. Delisle,
M. P. MacConmara, M. A. Choudhry, W. Xiao, S. Lekousi, J. P. Cobb, H. V. Baker,
J. A. Mannick, I. H. Chaudry, and the Inflammation and the Host Response to Injury
Collaborative Research Program Participants 299

An ENU-induced mutation in the Ankrd11 gene results in an osteopenia-like phenotype in the
mouse mutant Yoda

I. Barbaric, M. J. Perry, T. N. Dear, A. Rodrigues Da Costa, D. Salopek, A. Marusic,
T. Hough, S. Wells, A. J. Hunter, M. Cheeseman, and S. D. M. Brown 311

Genome-wide gene expression profiling reveals renal genes regulated during metabolic acidosis
M. Nowik, M. R. Lecca, A. Velic, H. Rehrauer, A. W. Brändli, and C. A. Wagner 322
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